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We will be investigating the importance of Sbjct 152 CGCTGGCGCCGGCTGGGCAACACCTTCGGGTGGCGAATGGGAGAAAGATCTCAAGC

phosphorylation on Dsn1p. This will be done using
budding yeast as a model organism for kinetochore
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Query 121 GTTTTAGAGCTAGAAATIAGCAAGTTAAAATAAGGCTAGTCCGTTATCAACTTGAAAAAGT 180
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function and the CRISPR-Cas9 system to insert
mutations at the S546, S547, and S554 codons. These
mutations will change the amino acids from serine
to aspartic acid, mimicking phosphorylation.

We transformed yeast with our CRISPR vector
containing sgRNA that will target a double
strand break to the DSN1 gene. Its growth on a
plate without Uracil indicates that it successfully
took up the CRISPR vector.

DNA blast sequencing shows that the sgRNA has successfully been
cloned into the CRISPR vector. These E. coli were transformed with our Gibson Assembly

reaction between the CRISPR vector and our sgRNA encoding
sequence. Non-glowing colonies were selected for further
analysis.
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